In the title molecule, C 18 H 18 F 2 N 2 O 3 S, the dihedral angle between the benzene rings is 79. 40 (11) . The 2,4-difluorobenzyl and azetidine fragments adopt a trans arrangement relative to the central benzene ring. In the crystal, weak C-HÁ Á ÁO hydrogen bonds connect molecules into a twodimensional network parallel to (001). Table 1 Hydrogen-bond geometry (Å , ). (Song, et al., 2007; Wang, Wang et al., 2010) . Our interest is to develop novel sulfonamide derivatives as antimicrobial agents and some structrally related sulfonamides have been reported as bioactive agents (Wang, Wan & Zhou, 2010; Wang & Gan et al., 2010) . Herein, we report the crystal structure of the title compound (I).
Related literature
In the molecule of (I) (Fig. 1 ) the dihedral angle between the two benzene rings is 79.40 (11)°. The 2,4-difluorobenzyl and azetidine fragments adopt a trans arrangement relative to the central benzene ring. In the crystal, weak C-H···O hydrogen bonds connect molecules into a two-dimensional network (Fig. 2) parallel to (001).
Experimental
A suspension of N-(4-(azetidin-1-ylsulfonyl)phenyl)acetamide (0.8 g, 3.0 mmol) and potassium carbonate (0.5 g, 3.6 mmol) was stirred in acetonitrile (30 mL) at 343 K. After half an hour, 1-(bromomethyl)-2,4-difluorobenzene (0.6 g, 3.0 mmol) was added, and the progress of the reaction was monitored by TLC. Upon completion, the reaction was extracted with chloroform (3 × 20 mL). The filtrate was concentrated and then directly purified by chromatographic column (petroleum ether/ethyl acetate) to afford the title compound (I). A crystal suitable for X-ray analysis was grown from a solution of (I) in a mixture of acetone and ethyl acetate by slow evaporation at room temperature.
Refinement
H atoms were placed at calculated position with C-H = 0.93 Å (aromatic), 0.97Å (methylene) 0.96 Å (methyl). The U iso (H) value was set equal to 1.2U eq (C) or 1.5U eq (C methyl ). The molecular structure of (I), showing the atom-numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. 
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